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Establishment and Application of Real — time Fluorescent Quantitative
RT - PCR to Detect Duck Hepatitis A Virus Serotype 3
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Abstract; In order to establish the fluorescent real — time quantitative RT — PCR assay for the rapid detection of
duck hepatitis A virus serotype 3 (DHAV —3) | a pair of primers and a TaqMan probe were designed based on
conserved region of the 5’ untranslated region (UTR) of DHAV -3 by comparing genome sequences of duck
hepatitis A virus published by GenBank,and the standard positive template was prepared by the transcription of
recombinant plasmid in vitro for the construction of standard curve. This detection assay was specific and had no
cross — reaction with duck hepatitis A virus serotype 1, duck plague virus, newcastle disease virus, avian
influenza virus( H9) , duck reovirus and avian infectious bronchitis virus. The detection limit of the assay was 36
copies with the linear range from 1.8 x 10° to 1. 8 x 10°copies/pl., and the correlation coefficient was 0. 992.
Compared the real — time fluorescent quantitative RT — PCR with ELDg, in detection of DHAV -3, the virus
copies was positively correlated with virus titer in duck allantoic fluid. The developed method could be used for
rapid diagnosis and epidemiological survey of DHAV — 3, and also for the detection of virus titer in vaccine
production as a reference method.
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