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Cloning and Expression of Brucella omp28 Gene and Analysis on
Reactogenicity of Recombinant Brucella OMP28

WANG Xiu - 1i, JJANG Yu —wen " ,MAO Kai - rong, DING Jia — bo, CHENG Jun — sheng, WANG Nan
( China Institute of Veterinary Drug Conirol, Betjing 100081 , China)

Abstract; In this study, omp28 genes of different Brucella species including Brucella melitensis 16M, Brucella
Brucella abortus A19, Brucella suis S2,

sequenced. The sequence alignment results of amino acid and nucleotide showed that 6 base pairs and 2 amino

melitensis M28, Brucella canis, Brucella ovis, were cloned and
acids were different among omp28 genes in different Brucella species, however had no influence to the hydrophily
of OMP28. Omp28 gene of Brucella melitensis 16M were cloned into pET32a plasmid and expressed in wiiro,
OMP28 which was expressed in a soluable form at lower temperature, was identified by western — blot, and the

results showed that recombined protein obtained had a good reactogenicity and will be a good potential antigen for

brucellosis diagnosis.

Key words: Brucella;omp28 gene;cloning and expression ;reactogenicity
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