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Abstract: The two small gram — negative bacilli were isolated from 58 samples of pigs with suspected infection by
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Haemophilus parasuis in Henan. Isolates were identified as Haemophilus parasuis with the culture characteristics, biochemical method

PCR and sequecing. Two isolates were serotyped by kieletein — rapp — gabriedsonas as serotype 4. Results of drug sensitivity test

showed that isolates were strong resistance to trimethoprim, sulfamethoxazole, streptomycin, amoxicillin, neomycin, highly sensitive

to ceftiofur, cefotaxime, tilmicosin and sensitive to tetracycline, amikacin, enrofloxacin, ciprofloxacin.
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