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Abstract: In this study, strains were isolated from goat that suffering from diarrhea-respiratory disease in Jilin
province. morphological observation, animal pathogenicity test, 16SrDNA gene sequence determination and drug
susceptibility test were using for those strains,the results showed that one of the strains had a strong pathogenicity
to healthy mice, which caused the same pathological changes of mice and clinical diseased goat as acute
interstitial pneumonia. The 16SrDNA gene sequence analysis showed that the 16STDNA sequence of the isolates
was 98% identical to that of Aeromonas salmonicida, Antimicrobial susceptibility test showed that the strain was
sensitive to cefotaxime, doxycycline, but resistant to ofloxacin, florfenicol, gentamicin, ciprofloxacin, enrofloxacin,
amikacin, spectinomycin, norfloxacin, clindamycin, ampicillin and amoxicillin with different degrees.
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A: pulmonary mesenchyme are widened; B: neutrophil infiltration in lung tissue; C: healthy goat lungs
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Fig 1 Hematoxylin and eosin stained slice of lung of goat(10x20)
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A acute interstitial pneumonia in dead mice; B: alveolar septa filled with edema fluid; C: healthy mice lungs
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Fig 2 Hematoxylin and eosin stained slice of lung in mice(10x20)



4 2 2R 2018 4F 4 H 5 52 56 4 1) Chinese Journal of Veterinary Drug

2.5 16StDNA #RMMER F BEWT AR LR
U BS A LRI 4] DNA AR , #E4T 16SrDNA 4§
SRR BLY PCR B3 Hp 8 P2 Wy AT 19 B
JIE PR GRE e P VARG, 45 R R, PCR B BT 44
B3| — 4K/ N2k 1500 bp IS (3) . XFH Y
F B AT R AN SE | I RE 55 SR AE GenBank #0417 rh
2% Blast X HLAAT, 285 3R W78 1% 70 B 16StDNA JF
5 5 R/ BB 16SIDNA 751 — 0l 98%,
P HATZ A Asal-1,

26 ZG&HMNLN  MFLERAE GenBank Fds 7
H AT Blast EUXT20AT, IR0 MEGA7.0 /%) 53
B TR 5 BRI A S TR AR 2R TR R iR AT R Gk
e, 5 R, 4B B A.sal-1 5 GeneBank H
BB SR A B S U AL TR TR 4 S (BT 4)

0.0000

0.,0000

T

2000bp
1000bp

1500bp

M . DL2000 DNA Marker ;1:A.sal-1 16S rDNA f% PCR /%)
M :DL2000 DNA Marker ;
1:PCR-amplified 16S rDNA gene of strain A.sal-1
3 4 EH 16SrDNA EE#) PCR 31
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Fig 4 Phylogenetic tree of A.sal-1 and other related strains based on 16S rDNA sequence
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F1 DEEK Asal-1 3 19 FIRE AP HER IR
Tab 1 Sensitivity of the isolated strain A.sal-1 to 19 kinds of antibioties

/N TR

JIEARE/ (pg - mL™)

B o AR
/(pg - mL™) ok i it 2y

TR >512 <16 32 =64 R
HHR 256 <4 8 =16
RRFGRHR 8 <4 8 =16 I
PN UEE >512 <16 32 =64 R
BRI H 4 <2 4 =8 I
WH R 64 <1 2 =4 R
ARV E 4 <2 4 =8 1
R R >512 <4 8 =16 R
R 2 64 <2 4 =8 R
IR 2 <4 8 =16 S
TR >512 <0.5 2 =4 R
K AtLE NG <2 <8 32 =64 S
RV >512 <16 64 =128 R
iy B 94 bk >512 <32 64 =128 R
AWmER 64 <8 16 =32 R
by %3 B 2% >512 <0.5 1~4 =3 R

iy >512 <256 - =512 R
KA 2 <8 16~32 =64 S

LZHEE B 1 <2 - =4 S

“SFR BT O T TR s R s AU

Note ;" S" —Sensitive ;" I" ~Intermediate ;" R" —Resistant
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