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Abstract; One BVDV strain was isolated from a cattle farm in Yunnan province by cultivated in MDBK cell.
Pathogenicity and molecular biology were progressed in order to realize characters of the isolated strain. It was
identified as a NCP biotype since no CPE showed after 15 times passages, and the virus particles with diameter of
40~60 nm were observed under the electron microscopic. This virus can be neutralized by the positive serum of

bovine viral diarrhea, and also can be identified by BVDV IFA fluorescent antibody. Using 5=UTR as the specific
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primer, 288bp of DNA fragment was amplified by RT-PCR and sequenced. Compared with the 5'=UTR of 30
strain reference sequences in GenBank, the nucleotide homology is within 68.7% ~89.9% ,and this strain showed
89.2% identity to BVDV BJ1202 strain ( GenBank ID: KF925514.1) and Y2 strain( GenBank ID:KY964311.1)
isolated in China. The similarity of this virus was approximately 88% to the isolated virus which reported since
2014 in China. Phylogenetic tree depended on 5°'~UTR was verified that the strain was affiliated to BVDV~-1. The
animal regression experiment revealed that the infected cattle presented typical BVD/MD symptoms such as fever,

diarrhea, and mucosal lesions. All of these results revealed that this virus was a BVDV strain, and named BVDV

W strain.
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Tab 1 BVDYV reference strains for sequence analysis
BEBRA TR ok e/ X Ay AR R BT/ HIX £
BVDV 1 Oregon 1.32876.1/3 [ 1994 BVDV 1 1Q799141.1/p4)I] 2012
BVDV 1 Singer 1.32875.1/%H 1994 BVDV 1 isolate BJ1302 KF925520.1/4b 5% 2013
BVDV 1 Draper 1.32880.1 1994 BVDV 1 isolate BJ1305 KF925505.1/4L5 2013
BVDV1 Osloss M96687.1/ 3 [E 2003 BVDV 1 isolate S101 KJ690686.1/7 #k 2014
BVDV 1 NADL M31182.1/ % [H 2005 BVDV 1 isolate S13 KJ690680.1/75 #k 2014
BVDV 1 ZM-95 AF526381.3/ 2006 BVDVI SD-15 KR866116.1/11% 2015
BVDV 1 isolate NX0803 GU120254.1/ T X 2008 BVDV1 RK13 KT355592.1/% 2015
BVDV 1 isolate HZ0602 GU120245.1/ 5 2008 BVDVI SC-16 KX280711.1/P4J1] 2016
BVDV 1 strain BJ09-02 HN769723.1/1b5¢ 2009 BVDVI No.20 Ab906694.1/ H A< 2016
BVDV 1 strain BJ09-09 HQ116541.1/4b5¢ 2009 BVDVI Y2 KY964311.1/3 #k 2017
BVDV 1 isolate ZD05 GU120243.1/ 57K 2010 0S8/14 KX853087.1/3% % 2017
BVDV 1 PLK HLJ HM100077.1/ 291 2010 BVDVI 138CP LT907991.1/ B AR H 2017
BVDV 1 BJ11-12 JX08005.1/4t 5T 2011 BVDV 2 890 1.32886.1/3 [ 1994
BVDV 1 isolate BJ1125 KF925519.1/4b 5T 2011 BVDV 2 TR-2006-3 EU542423.1/+HH 2009
BVDV 1 isolate BJ1202 KF925514.1/4b 3¢ 2012 BVDV 2 HLJ-10 JF714967.1/ B Ip T 2009
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M. 1 T bRifE; 1: BVDV Oregon C24V #REJ PCR =41,
2: BVDV F15 U591 PCR 7”#; 3. MDBK 4ifif) PCR /4
M Protein Marker;1: PCR result of BVDV strain Oregon C24V;

A:BVDV F15 {07 MDBK &4 CPE B.MDBK # g% it

A: None CPE appeared on MDBK cell infected with
2. PCR result of the 15th generation BVDV ;3. PCR result of MDVK cells

2 BVDV F15 K4AfaESRWH PCR £7E
Fig 2 The PCR result of the 15th generation BVDV

the 15th generation BVDV; B: Normal MDBK control
1 BVDV & MDBK #1575 (200X)
Fig 1 The CPE of MDBK infected with BVDV (200X)
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Tab 2 Test of exogenous virus on Sth generation BYDV

RS
SR

Rk

o o2 4 SN G B

DSIR/IREN E R
B A MDBK 40 ffd, & W
BVDV % ); $ Fl Vero 4l
g, AL BTV 38
AN M ARG A 1

F5 TRERK  ZEERAK R MDBK, Vero 4l i,
W, CPE;
2141 e W R A DR S A
IR
7 MDBK . Vero 4 fifs A< UL
2T AN LS

A HORIRE Al B REXT B C L I X HR
A: neutralized sample; B: Virus positive control; C; Normal cell control.
3 X7 IFA £R (100X)
Fig 3 The specific identity test by indirect immunofluorescence assay on BYDV (100X)

242 RAEJAED KB BVDV B RYE
MDBK #iifits 8555 72 h, #KJ5 % BVDV [6]47¢5%
T BT T Y0, 0 20 0 1) o 3 m 2 3] i A

FILRETEIE (K 4 A) | T 20 B0 BE R H P4 (6,5
(K14B),

A:BVDV J&%: MDBK ; B: MDBK %I it

A; Virus—infected MDBK cell ; B; MDBKI cell control.
E 4 IFA £EBL£R(100X)

Fig 4 Detection by indirect immunofluorescence assay on BVDV (100X)
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243 RT-PCR #&nl  FHEIHHRES MG, X5
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2014 AF IR F FE LR FM U AR 254 03 B Y

2. BVDV 2Bk PCR 724 ; 3. MDBK 4iiffify PCR =4 ;

BVDV FtEEL X RTE 88N i, AT RS M. Protein Marker; 1: PCR result of BVDV strain Oregon C24V;
AR AT s SR R R EE R (E 7)) 2. PCR result of BVDV strain;3: PCR result of MDBK cell.
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6 BVDV/W ¥ Genbank # BVDV £ E F 5 i#t 17 B iR b 42
Fig 6 Homology analysis between BVDV/W and the sequences from GenBank
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BVDV1(S101)
BVDV1(813)
BYDV1(BJ09-09)
BVDV1(BJ09-02)
BYDV1(BJ1125)
BVDV1(BJ1305)

| BVDV1{NX0803)
BVDV1(ZDOS)
BVDV1(HZ0602)
BVDV1(ZM-95)

~-==l|r BVDV1(BJ1302)
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Fig 7 Phylogenetic analysis of BVYDV/W and

sequences from GenBank

B8 BVDV/W tkEERH
Fig 8 The electronic microscope photo of strain BYDV/W.
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