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Abstract: To determine the drug resistance and gene polymorphism of Escherichia coli isolated from pigs from
north of Henan province, in this study, 21 isolated porcine Escherichia coil were detected with drug sensitivity test,
and the drug resistance genes were detected by PCR, the gene polymorphism was analyzed by RAPD. The results

showed that the isolated Escherichia coli strains have different resistance to 16 common antibiotics, and the drug
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resistance rate of strains for tetracycline, erythromycin, medemycin, amoxicillin, sulfamethoxazole, ciprofloxacin,

neomycin, sulfamethoxazole, enrofloxacin, trimethoprim were 100% , The drug resistance rate for gentamicin and

lomefloxacin were more than 85%, and drug resistance rate for the remained antibiotics had the low resistance

rate. At the same time, 8 drug resistance genes was obtained by PCR from the isolated strains; 7 different

genotypes were obtained with the RAPD analysis. The above results showed that porcine Escherichia coli was easy

to form the resistance to drug, and resistance genes were widely existed in these resistant strains, but there was no

correlation between resistant phenotype and resistant genes.This study revealed that porcine Escherichia coli were

multidrug resistance in north of Henan, would seriously affect diagnosis and treatment prevention of porcine

Escherichia coli.
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Tab 1 primer sequence for PCR amplification of drug-resistant gene

EijNace—e 31| ifi 245 3 Al 5|51 iR KIRE/C H B F Bt/ bp
TetA F: GCTACATCCTGCTTGCCTTC . o
R: CATAGATCGCCGTGAAGAGG
A TetB F:TTGGTTAGGGGCAAGTTTTG
XSRS .
SR R:GTAATGGGCCAATAACACCG 2 659
TelC F;CTTGAGAGCCTTCAACCCAG . s
R: ATGGTCGTCATCTACCTGCC
AadAl FTCATTCCGTGGCGTTATCC . 459
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TR
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- e H
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Ttk i 2k
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Tab 3 Antimicrobial susceptibility test of Escherichia coli against antimicrobial drugs
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Tab 4 Detection results of drug resistance genes in isolates
AR i 245 TR AR A FEH PCR ezl i T AR A 2%/ %
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Sull 8 38.09
TS 21
Sul3 18 85.71

3 4 5 6 7 8 9 1011121314 151617 18 19 20 21 22

bp

M:DL2000 Marker; 1; 7K % 8 5 2-22 . 53 B bR A BT 45 5
M. DNA Marker Ladder ( DL 2000) ;
1: Water Control; 2—22. Analysis results of isolates
1 5 EHE% RAPD 25451 ik E i
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