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Abstract:In order to know the infection of porcine circovirus type 2 (PCV2) in diarthea piglets in Liangshan

prefecture, a total of 85 samples including feces of diarrhea piglets and pathological tissues from 7 pig farms in

Xichang city and Xide county, Liangshan prefecture, Sichuan province were used to detect ORF2 gene of PCV2

by PCR and sequenced. The results showed that 22 samples were PCV2 positive detected by PCR, the positive

rate was 25.9% , and positive farms were 71.4% (5/7). The lengths of 22 isolates were 459 bp, the nucleotide
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sequence homologies of ORF2 gene were 92.8% ~100% , and the amino acid homologies were 93.5% ~100% .

The phylogenetic tree showed that these 22 PCV2 strains isolated from Liangshan belonged to two subtypes:

PCV2b and PCV2d, with not formed obvious geographical branch. This study indicated that the epidemic situation

of PCV2 in Liangshan was common, PCV2d may be the dominant genotype in Liangshan, and certain genetic

variation was presented.
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¥ B 9% B 2 % (Porcine circovirus type 2,
PCV2) J& T [B 379 25 B} ( Circoviridae ) [B P45 75 J&
( Circovirous) , A JG 2% B 1) 50 B 171 5 210Kk DNA %
HOECHR/N S YRR~ R A E
TR Y TR —

PCV2 A 5] 2 Wi 5 41 4% 22 & 40 5 36 458 5 1k
(postweaning multisystemic wasting syndrome , PMWS) |
FEPEIERZE S AIE (porcine respiratory disease complex,
PRDC) ¥4 K¢ & 5 5 6 £% 5 AiF ( porcine dermatitis
and nephropathy syndrome , PDNS) 38 £ P4 35 5 4: fili
& ( proliferative and necrotizing pneumonia, PNP) |
FESRFEIEK T 45 28 (PNL) |3 A= A7 4 2 K 1 7 B
( congenital tremors of piglet, PCT) M £ ¥4 %4 fix figt
(reproductive failure ) 55 %% [F P15 75 AH OC 9% ( por-
cine circovirus associated diseases, PCVADs ) "™,
A PCV2 RIS BURGSE e M, 5 51 A HAbR
JEIR A IR e g R e | 45 FR A i UL R B 28 355
PR, BT F A4 A2 00,

PCV2 P2 AL 11 /> AT RE Y TF 7 1] 152 AE
(ORF1 - ORF11) , H:Ff ORF2 42+ 702 bp 1% 705 bp,
Zhi B 9 7 HY A% A 58 8 H———Cap & H ( capsid
protein) , I 2 5 1 3 (1 G 58 107 25 0 7 A2 0
T PCV2 43k R 41 A KR 43 8 28 IX 24 P A
ORF2 ZE[H, [N I, ORF2 # H T PCV2 2 T3 ATHA
SEA RARE

FUHT PCV2 7510148 Bl 35 0% H 16 M6 RE Y
SR B0 1 AN TE A AL R PR B HGE ™
ARWFFET 2017 - 2019 AFFRAE T BT A B8R 7
WY 57 B3 TS AT 2 AR o S 28 FU AL AT 4%
AR AVRE i (IR LG T FFE RO B S )
Wit PCR 788 PCV2 ) ORF2 £:[H A Bt , I %F PCR

BRPED 18 7= Py AT 15 5000 2 K oA, LT i PCV2
FEBL BIRATIE O, 3 — 20 8 R T A TR 27
P RO A B, LAY PCV2 OB RIS %

1 #E5AHZE

1.1 JARxX%E 2017 44 H -2019 46 A%
WL P B TR A L 7 NS B B R s R AT
LR AR LR AR 85 I HE A IE TS A1 4 S A
57 1y HLURERL 28 £, A1SUVRE SR AR F IR IR KL
FETS Wk T W PR M TR 9B Y 28 U SEAT A Y Ak
B E PP UL |V EAE g i ] S g A
-60 CIORAFF . HAhPaEaT 174537 5 4 (¥4
M ARICH XCXY1 ~ XCXY5) 27535 10 63 (9 15
FEE 1 B AEA L, brid i XCKX1 ~ XCKX10) |
3 9 (6 I Fefl 3 B AL, frich
XCZL1 ~XCZ19) 4" %835 25 1y (10 324 (15 g
HA, bR XCXR1 ~ XCXR25) 5" #5373 1y
(3 RS bR XCHT1 ~ XCHT3) , & fii .
1435 22 iy (16 1 358 6 BB HL, Fric i
XDZY1 ~XDZY22) 2" %37 11 1y (¥ 0 FE4E, brid
4 XDCY1 ~XDCY11) ,

1.2 FEZRA EEEEE A DNA/RNA #2505
£ .DL2000 DNA Marker , GreenView #% B2 Y2k} 2 x
Taq PCR Master Mix S350 5 RARA: LR (AL 50)
AHIRAF,

1.3 % DNA BRI HORSE MR SLIE e A2 41 21
0.5 g, A 2 A5 ABUR R A BREL K R4 T2
He, SUZ R 3 U A UGS B AT Y EP
B M 2 R AR TR R Az B K BB TR,
SRR 3 UK 5 B VR 1 B S IR IR 35 TR A, 12000
r/min 0 10 min, B 200 pL B35 T T & EP
B e FE TESE N 41 DNA/RNA 35 & 1 5 412
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WL DNA, =20 CIRAE4
1.4 PCR &M K F7| M % SHRUALEE" #
T8 () — X458 PCV2 ORF2 LK B iR 519
TR, EWES19 F.5° - CGGATATTGTAGTC-
CTGGTCG -3’ , N5 R:5° - ACTGTCAAGGC-
TACCACAGTCA - 37, A9 1 A Bt K/ 481
bp. B FHEARZEAE ARG A FA I,

PCR ¥ /K £ 50 pL:2 x Tag PCR Master Mix
25 L, I FHE519) (10 pmol/wL) 45 2 uL, # AR
DNA 2 pL, ddH,0 19 pL; ¥ 8 & F. 94 C i Ze
P£5 min ;94 °C 75305 ,55°C B k30s, 72 °C ZE fif

30 5,35 MG ;72 CHEMH 6 min, V455 535
BUS L PCR #7847~ H 10 o/ L Bh B A e Jiss L UK
FHEER AR R Ge ks B i 4545 1A e kN,
FHYE PCR j= ¥ 3% 1 28 22 A W 5 R A BR A A
DT

1.5 JFH 28 K& GenBank WY PCV2 ORF2
FEH A I T2 (5% 1), F DNAstar Lasergene7. 1
AP MegAlign B2 )58 AT 55 1 )7 51 5 T 4001
PCV2 2% #ibk ORF2 BPH P 91 A7 4% 1 R A
R [a] s et s MEGA 5. 0 BF e A7 s A5 kb 4
BT, R Neighbor — Joining (NJ) A2 LR GE b A .

x1 PCV2 %E5H ORF2 £AFFIER
Tab 1 The information about the ORF2 gene of PCV2 reference strains

BRS firly AN I U5 b B /bp B BRI T Hb F B /bp
Wik k
EU450632 C272 . #hl 702 JN133305 Slovak B;m%&ﬁ 702
South Korea Slovakia
JN989553 YNO7 = 702 JN006464 WB/ROM193 EQE.HE 702
Yunnan Romania
o pe ot
JN989554 YNO8 = 702 MG229681 FJo3 }B]?; 705
Yunnan Fujian
N7 |
JN989555 YNO9 = 702 KF530835 Sich2010 ‘,IE” ! 705
Yunnan Sichuan
JN989556 YNI2 Bl 702 KY947579 WX2016 -5 EP 705
Yunnan China
JN989557 YNI13 ol 702 KY947558 SS2016 -2 EPI&] 705
Yunnan China
g E8
DQ534442 Shandong } i 702 KY947560 SYJH2016 -3 LI—IH 705
Shandong China
M rh
JX872376 GZ -T1 e 702 KY656023 HLJ -2014A0561 .. 705
Guizhou China
|
DQB56581 am3 E@ 702 MF314308 RBR114 2%[—\] 705
Brazil Thailand
J2 U
DQ856580 am22 E‘ﬁi 702 HQ378157 NIVS -1 %/J\,’iﬁ]ﬁ 705
Brazil Serbia
] BV
EF619971 MN - NI4 <M 702 JQ034426 / iﬁj 476
USA Mexico
KJ136262 M1 IR 702 KJ534663 HBHD - 16 {EI:“:, 494
Belarus Hebei
2 HERE5HM Yk B 2453 3R 0% (0/5) .80% (8/10) ,11. 1%

2.1 PCR #W £ E PCV2 EIHMEFRR 25. 9%
(22/85) , HohPEE T 17 -5 B E i i 1F 2" g%

(1/9) .44% (11/25) 0% (0/3) 4. 5% (1/22)
9.1% (1/11) . FAVEREYT1.4% (5/7) P EEfE |
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S AR 2 A B 43 531 29, 8% (17/57) Fl 17.9% (5/
28) VU ETH BRSSO SRR BT 324350 h 38. 5%
(20/52) F16.1% (2/33) .,

2.2 ORF2 £H#IBHF I 4 22 A PHERE
At (I P e B % 55 B U1 2 0 8 3 )i, 1 BE 3 0 459
bp , NFEAE AR A/ B A% H 1R R Ry 92. 8% ~
100% , Ho ' XCKX1 5 XCKX2, XCKX3 , XCKX4 .
XCKX10 J¥ 3[R, XCKX7 5 XCKX9 J¥ %1 # [f]

XCXR4 5 XCXR6, XCXR16, XCXR17 . XCXRI8 .
XCXR19 JFoIAH A, Bt A B 58 23115 12 A
G I 7 7 371, 5 GenBank F#19 PCV2 2% 8 bk
KR 75 [R) A 86.7% ~99.8% (K 1),

AHE T AR AT ORF2 2 5L R 7 91 [R) V5 44 Ky
93.5% ~100% , A 11 MEERELETER, 5
GenBank F#{1Y PCV2 ORF2 1428 22 5 97 [ 5 14
H85.1% ~99.4% (E2) .,

Al s
1023745767 89101 121314151617 18 19 20 [21 22 235 [24 |25 26 |27 [28 |29
99.6[99.6 99.1/94.1/926 /991|887 987 |99.1 |99.6 /989 |99.6 |98.3 |99.6 1935 |93.0 |928 |928 | 926 | 926 |926 |924 |922 /928 |922|97.8 |985 [926 | 1 = DQ534442
| 0.4 | 99.6 |99.1|94.6 /930|996 |88.9 |98.7 |99.1|99.6 /989 |99.6 |98.3 |99.6 /939 |935/93.3 /933 |93.0 |930 /930|928 |926 933|926 /983 |985(930| 2  DQ856580
04|04 99.1|94.1 926 |99.1 885 |98.7 |99.1 |99.6 989 [99.6 |98.3 |99.6 |935 |93.0 |92.8 |92.8 |93.0 | 926 |93.0 | 924 | 924 |928 | 924|980 985|926 | 3 = DQ856581
09 /09|09 937|928 /987 |885 983 /987 |99.1 (985 |99.1|97.8 |99.1 |937 |93.3 | 930 |93.0 |928 | 928 |928 | 926 |92.4 |93.0 |924 |97.8 |980 |928 | 4 = EF619971
61|56 |61]|66 972950 /876 1933937 /941937 941937 |94.1 /967 |97.0 |97.4 |97.4 |97.2 |97.0 |97.0 |96.7 |96.5 |97.2 | 965 |937 |939 |97.2| §
78 |73 |78 |75|29 935|876 91.7 922|926 /1922|926 |93.0 | 926 |98.7 |98.9 |99.8 |99.6 | 99.6 |99.3 /993 |99.1 989 |99.6 | 989 |930 928 |996 | 6 = HQ378157
09 /04 /09|13 |52 |68 889 198.3/98.7 |99.1 985 |99.1|98.3 (99.1|94.3 |939 {937 |93.7 |935 |935|935|933 930|937 /930|983 /985|935| 7 = JNO06464
123 (120|125 125|136 |136 | 120 876880 885878 885 896885872867 |87.4 |87.2|87.2|87.2|87.2|87.0 |86.7 |87.4 |86.7 |889 |887 |87.2| 8  JUN133305
13113 /13 /18|71 /88|18 |136 99.6 |98.7 |98.9 |98.7 |97.4 |98.7 | 926 | 922 920 | 920 |91.7 |91.7 |917 |91.5 |91.3 | 920 |91.3|97.0 |97.6 |91.7 | 9 = JN989SS3
0909|0913 66|83 |13 /130|04 99.1/99.3/99.1/97.8 |99.1|930 | 926 |924 |924 922|922 |922 |920 |91.7 | 924 |91.7 |97.4 |980 |922 | 10  JIN989554
04 /04 /04|09 61|78)|09 1125|1309 98.9 |99.6 |98.3 |99.6 [935 930|928 |928 | 926|926 |926 |924 922|928 |922 |97.8 |985 926 | 11 | JN9BISSS
1111 (1115|6683 |15(133/11/07 |11 989 197.6 1989|930 926 |924 924 (922|922 (922|920 (917 |924 |91.7 |97.2 |97.8 |922 | 12 = IN98ISSE
*w[04/04 /04 /09/61/78 09 [125/13 /09|04 |11 98.3 |99.6 /935|930 | 928 | 928 | 926 | 926 |926 |924 | 922|928 | 922 |97.8 |985 |926 | 13 JN989S57
®1g 18|18 22|66 73|18 |112| 27 |22 |18 |24 |18 98.3 /930 /926|933 |93.0 930 /930|930 /928 |926 |93.3 926 |97.8 |985 930 | 14 = JQ034426
5 04/04/04/09/61/78/09/125/13/09/04 /110418 935|930 |928 928 |926 |926 | 926 [924 |922 /928 |922|97.8 985 |926 | 15 = JX872376
68 /63|68 |66[33|13|59|141/78|73/68|73|68|73|68 99.3 /989 |99.1 /987 | 985|985 /983 (98.0 |98.7 980|933 930|987 | 16 KF530835
73|68 |73 |71[31/11|63|146/83|78|73/78|73/78 /73|07 99.1/99.3 /989 |99.1[99.1 /989 |98.7 |99.3 987 |928 |926 |989 | 17 = KJ534663
75|71|75|73/27|02|66(138/85|80/75/80|75/71[75/|1109 99.8 |99.8 |99.6 1996 |99.399.1/99.8 99.1/933 /930|998 | 18  XCKX1
75|71|75|73[27|04|66|141/85/80|75/80|75/73/75/0907]02 996 993993 |99.1 (989 |99.6 /989 (930928 996 | 19  XCKX6
78 |73 |73|75/29/04/68|141/88/83/78 /83|78 /737813110204 99.3 998 |99.199.1/99.6 |99.1 933 928 [996 | 20 XCKX7
78 |73 |78 |75|31/07|68|141/88|83|78/83/78/73/78/15/09/04 /0707 99.6 |99.8 |99.6 |99.8 1993|935 /930 /993 | 21 XCXR12
78 |73 |73|75/31/07|68141/88|83/78|83|78/73|78/15/09/04/07 02|04 99.399.3 998 /99.3 /933|928 (993 | 22 XCOXR13
80/75/80 /78 /33/09|71/143/90/85/80/85/80/75/80/1811/07/09/09)02)07 99.8 /996 |99.3 /935 (930|993 | 23 XCXR14
83 /78|80 |80 36|11|73/146/92 /88 /83|88 |83 78/83/20/13/09|11/09/04/07)02 99.3 /993|935 /928 |99.1| 24  XCXR15
75|71|75|73[/29/04|66/138/85/80|75/80|/75/71|/75/13/07/02/04/04/02/02/04]07 99319331930 /996 | 25 XCXR4
83|78 /8080 36 1173 |146/92 /88 /83|88 /83|78 /83/20/13/09/11/09/07/07/07/|07|07 937930993 | 26 XCXR7
22|18 /20|22|66 (7318 |120|31 |27 /22/29(22|22/22|71|75|71/73/71|68|71|68|/68|71/|66 987 |935| 27 XCZL9
15|15 |15/20 |63 |75 |15(123/24 |20 (15|22 |15|15(15|73|78|73|75|75|73|75|73|75|73|73 l 13 933 | 28  XDCY7
78 (73787529 |04 |68 14188 8378 83|78 73 78 1311020404 07 07 07 09 04 07 ]68]71 29 027
1 ORF2 EFEHS FF 5% H B = R 1 b i
Fig 1 Homologies comparison of partial nucleotide sequences of ORF2 gene
Hifts
1]2[345670910 11 /12 |13 (14 |15 (16 (17 |18 |19 | 20 | 21 |22 |23 |24 |25 26 | 27 |28 | 29
994 [100.0/98.7 |99.4 |98.7 |98.7 |99.4 987 |94.2 |935 /994|929 |942 |935 (942 |97.4 |99.4 | 948 |85.7 |91.6 |929 |935 (929|929 |94.2 /935 /994|987 | 1 = XCKX1
| 0.7 | 99.4 1981987 [98.1 /981|987 |98.1 /942|935 /987 |929 (942|935 /942974 |98.7 |94.8 851|916 /929|935 /929|929 /935 /935|994 /987 | 2 = XCKX6
00 |07 987|994 |987 |98.7 |994 |98.7 |942 935 |99.4 |929 942|935 |942 |97.4 |99.4 |948 (857 |91.6 |929 1935 929|929 1942 /935|994 |987 | 3 = XCKX7
1312013 994 99.4 |99.4 |994 1994 |94.2 /1935|987 |922|935 929|935 |96.1 981|942 |85.1 909|922 (929 /922|922 |935 /929 981|987 | 4 = XCXR12
07 |13 /07|07 99.4 |99.4 /100.0/99.4 942 1935|987 | 929 |942 935 1942|968 |98.7 |948 (857 [91.6 |929 935|929 /929|942 /935|987 |994| § = XCXR13
1320 /13|07 |07 100.0/99.4 |99.4 942|935 |98.7 922|935 |929 935 |96.1|98.1 /942|851 |90.9 |922 929 |922 /922|935 |929 981987 | 6 = XCXR14
13 /20[13/07 07|00 994 |99.4 /1942|935 /987 922|935 929 |935|96.1/98.1|942 851|909 |922 /929|922 /922 |935|929 |981|987| 7  XCXR15S
07 /13/07 /0700|0707 99.4 /9421935987 |929 942|935 /942|968 |98.7 |94.8 |857 |91.6 |929 935929 |929 /942 |935|987 |994| 8 = XCXR4
13 /20[13 |07 /07|07 |07 |07 9421935987 922|935 |929 1935 |96.1|98.1 /942 851|909 (922 929|922 /922935929 (981987 | 9  XCXR7
61|61 /61|61|61)61|61]|61 )61 97.4 /942|955 968 |96.1 |96.8 /935|935 |97.4 857|942 |955 |96.1 | 955|955 |96.1 |96.1 |942 |942 | 10 = XCZ9
68 |68 68 |68 |68 |68 68|68 |68 26 935 |97.4 |97.4 |98.1|07.4 942|929 |98.1 |86.4 |96.1 |97.4 |98.1|97.4 |97.4 /981981935 |935 | 11 XOCY7
07 /13/07 /1313|113 /13|13 /13|61 |68 922 935|929 |935 /968|987 |94.2 851 909 |922 (929 922|922 935929 |987 |981 | 12  XDZV7
75|75|75|82|75/82 /82|75 /82|47 |26|82 987|994 1987 [942 /922 |98.1 (864 |97.4 |987 |99.4 |98.7 |98.7 |97.4 |99.4 1929 |929 | 13  DQ534442
ﬁ 61/61/61/68|61/68 68|61 /68 33|26|68)13 99.4 /987 1955|935 994 |86.4 |97.4 1987 |99.4 987 |98.7 |97.4 1994 |942 942 | 14  DQ856580
g:| 68|68 |68 |75|68|75|75|68|75|40|20|75)|07 |07 994 1948 |929 /987 |86.4 |98.1 |99.4 |100.0/99.4 |99.4 | 98.1 |100.0/935 |935 | 15  DO856581
61616168 61]6868 61 68[33/26/68[13]13]07 942|935 981864 |97.4 (987 994|987 |98.7 |97.4 |99.4 |942 /942 | 16  EF619971
26 |26 |26 |40 /33|40 /40/33 /40|68 |61 /33|61 |47 |54]61 96.8 |96.1 /1851|929 /942|948 |942 /942|942 /948 |97.4 |968 | 17
071307 /20[13/20/20 132068 |75/13/82 /68756833 94.2 1864|1909 922|929 (922|922 935|929 |987 |98.1 | 18 HQ378157
54 |54 5461|5461 |61|54/61/26|20/61/20/|07 13204061 87.0 |968 /98.1 (987|981 /981|981 /987 |948 |948 | 19  JNO06464
159 |16.7 | 159 | 16.7 [ 159 | 16.7 | 16.7 | 159 | 16.7 | 159 | 15.1 | 16.7 | 15.1 | 15.1 | 15.1 |15.1 | 16.7 | 151 | 143 844 /857|864 857 857|883 864 851|851 20  UN133305
90 /90 /90|97 |90 97 97|90 /9761|4097 |26|26|20|26|75|9733|175 987 /981|974 |97.4 961|981 916|916 | 21  IN989553
75|75|75/82|75(82|82|75/82|47|26|82|13 /13|07 /13|61 /8220 159|13 9941987 (987 |97.4 |994 1929|9290 | 22  JNO89554
68 /68 |68 |75/68|75|75/6875/40/20/75/07/07 /00|07 54|75|13|151|20]07 994 /99.4 1981 |100.0/935 935 | 23 = INO895SS
75|75|75/82|75|82|82|75/82|47|26|82|13 /13|07 /13|61 /82)20/159|26|13]07 98.7 |97.4 |994 1929|929 | 24 = JN989556
75|75|75(82 75|82 82|75 /82|47 |26 /82(13/13|07/13/61|82/20(159/26 13|07 13 97.4 /994 |929 |929 | 25 = JN989557
61|68 61|68 |61)/68 68|61 68 40|20 68 |26|26/|20|26|616820|127|40 2620|2626 981935935 | 26 JQ034426
68 |68 68 |75|68|75|/75|68|75/40/20/75/07/07 |00 07 |54|7513|151|/20/07 /00070720 935|935 | 27 = Jx872376
07 /07 /07]20|13/20/20|13/20 61|68 |13 75|61 |68 61|26|13)54|167|90/|75/68|75|75]68 [ 68 M 994 | 28 KF530835
13113 (131307 /13|13 /07|13 /61/68|20|75|61|/68|61|33|20|54/167/90|75)|68|75|75]|68 [ 68 1 07 29 KJ534663
2 ORF2 ER#SFIISERERMELER
Fig 2 Homologies comparison of partial amino sequences of ORF2 gene
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2.3 3T ORF2 X EHH 2 F 7 M 2 8 R 53k 0 A
ET ORF2 FE[H #8437 51 (459 bp) #4 @A NJ B
(& 3) R ,46 4 PCV2 ORF2 K&K 43 8 51 43 i
=K, ARTE I WA b B 4y %, Hip Slovak #f
(W&t v, IN133305 ) Bt — %, 5 Hifl PCV2
IYBESRRIE 20 Rk 1E 22 AN F P51, XDCY7
M XCZLY Bl 3R — 32, 5 BV 7 = % ik

(JQ034426) 4 R0t , 5 E N = B 4> B bk L 5t
AT EIMR IR S B AR R % O R IR ; HAR 1 20 4>
FPANEIRAE 5y — 3 B, 5 NIVS - 1 #k (ZE/R4E,
HQ378157,PCV2d WY ) 3R 4% 5 A el , 5 E M ) 1Y
JATERE AR B AR AL B AR SR R R
U, MRPEE AR, B XDCYT Fl XCZI9 H#ESFH
PCV2b WAL, HAR 20 MHERLET A PCV2d WAL,

A XCXRI18
A XCXRI19
AXCXRI16
AXCXR6
AXCXR4

A XCXRI12

AXCXRI3
AXCKX7
A XCKX9
___ AXDZY7
— HQ378157/NIVS-1

A XCKX1

AXCKX2

A XCKX3

A XCKX4

AXCKXI10

AXCKX6
KF530835/Sich2010
MG229681/ FI103
KY947579/WX2016-5
KY947558/SS2016-2

KY947560/SYJH2016-3
MF314308/RBR114
KY656023/HLJ-2014A0561
KJ534663/HBHD-L.6

EU450632/C272

TN006464/WB/ROM 193

EF619971/MN-NL4

DOQ856580/am22
KJ136262/M1

DOQ856581/am3

JN989554/YNOS8

JN989553/YNO7

JNO89556/YN12

DQ534442/Shandong

JNO989557/YN13

JN989555/YNO9

JX872376/ GZ-T1

JN133305/Slovak

0.01
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Sequences obtained in this study represented by A
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Fig 3 Phylogenetic analysis based on the partial ORF2 gene nucleotide sequence of PCV2
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M T PCV2 HUphRR e S BUE HORIMAET- 4
UL R AR 22 55 4 1 % T3 A0 25 0 S 15
Mo PCV2 XTI 116 2 B4R L THE S 5 R
PN O 8 I 0 0 i B R 1 B
2, WSRO B R E Sy B

CAEULZFEEIET PCV2 4 FiRATIR A 1A
2, HE N AR PCV2 YL A 43 F 4 T A 22

5o REEEUOGETIINE R LK PCV2 R B
PR H 2R 59. 8% (61/102) 3 X1 W5 2 Hi 38 ] g
AE FHHLIX 220 fd Rk (CH 50 4324 10075 ) /9 BH A4
Kt 54 36. 8% (81/220) ; 2= A 45 HiRaE 1L
JUVHAE 8 A8 IR A 4 BT 1 B A 371 4%
(162/227) , HA 2 8w =5 (100% , 11/11) | 1 A fie
i (50% ,8/16) ; XBHEHEE S IRIE DU 11 T BF
BIBHMEAS 2R 70. 7% , Hod SRl il 100% ; 5K

VAN
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A SR VT 22 M X H BH A H Ry
78.46% 5 B8 ZEAE IR DU 14 13 TS 48 PH AR A
A 71, 55% , v B TIT BH M 58 v (88
89% ) 5 FE SCHR SOV TE AT R R S 140 b DX SF- 24 BH
Ko th 20 43.7% (69/158) 3 38 52 PR 4617 Rk 5# KR
15 X4 85 ZEHe RBEY 448 EHER
AR 15 S 4G RN 22, 32% (1007448 ) 5 F F
ZEUS R R T AN ST 10 A 3 XX P A
AN 32.5% (117/360) , Horp KEETT T 645
Je st M X 505 A 25. 0% ~37. 1% .28.0% ~
38. 1% #126.3% ; i KA 45 4l e s 8 A~ 5L
(X)) 17 AMEFEETE 439 1 A2 5% i Db 1AFE 5 - 24 BH
PR H RN 23.0% (101/439) .

T LL A 1T N M A O )11 48 VS, 5 98 Ak AR 3
NG A G B D AR AR 4 R R B
LLPH 78 B T F0 1 B PCV2 % e A S 1 B A
R 25.9% , HVG B i B ny BH R T2,
ELR A A T 0O 1] 4 At b X0 A R ] JE 4K
25 18 30 R Y5 EL P 34 B PG HE RN 78, 529% (106/
135) 5 T W45 0 SR LT 52 A S A 0 A e
A PRS2 H7 68. 1% (109/160) 3 2542512 4R
EPUNE 7 AR 14 A0 BHERE %
49.2% (89/181) , H 14 MEHRL T HME, A&
N R BRYERE 71, 4% (5/7) , 6B PG B T AN
HAEESETE PCV2 B B R, B | R
R AR N BUFFEGE P B F, 05 X 1
B2 TAE  ZE LN X R AR BBOR R 255 By 158 4
Jiti, PCV2 G By 45 TAEALHE . (1) il Bh 2 19 2
PERRT . BB R AE 2255 10 AR 12 J5 45
BoE 1 WK Ja 25 BRGNS AR ARG B AT S % 1 1K,
] 2 o5 RO 1 U AFHETE 5 TR A 7 Ja e &
o 1 UK, AN SEBRAE R fge , WIS iy 22 2 A 08 4
SRS S RE W T ARBE T A AL E BE T ORF2
SRR TP AN HEA T3 | DR AN R v 0 bl 5 1 2
LN PCV2 AT A 3 R A (E AR 9 3 4% AL, H
$H PCV2b Al PCV2d BFPIEHY, H LA PCV2d W HY
AL (2) hmas Hw e IR B AR I AR,
DRI 0 A T IR R R SEAT 4 4

JEE s TEEEANRI RN LUK AR TR SRR A A3
WRAIFL , B2 R AP A DUIA 7 5 0 R XU DRl , 5 1 1)
MR B AR AL s E K BRL K S, T A Ak B s AR
FeRl & i DR S AR R AR, (3) E W
PCV2 il T AR, K g gk B e e o il
FRETTIE 1 K PCV2 MUIE PRI, A2 4F 54T 1
IR PCV2 i JEURG £, B Ik Bk R 38 K B P e 4
Ho (4) G HIEH— S BEA S e i Ui fe, SUA Bt
TR | 20 BRI A 1Y PP R 2 1 R R 25 ), LA g e A
FEIRIT S, By LB R AR A R
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