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Abstract; To grasp the distribution and prevalence of floR, CTX — M, mcr —1 of pig — derived E. coli resistance
genes in Henan Province, 856 strains of E. coli isolated from Henan Province from 2013 to 2018 were screened
and tested for three drug resistance genes including floR, CTX — M and mer — 1, and their distribution
characteristics were investigated. The distribution and epidemic trends of pig — derived E. coli resistance genes
in Zhengzhou, Kaifeng, Jiaozuo, and Xuchang were analyzed and studied. The results showed that the detection
rate of the floR gene had been maintained at a relatively high level from 2013 to 2018. The detection rate of the

CTX — M gene had continued to increase. The detection rate of the mer — 1 gene reached its highest level
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in 2014 and then declined year by year, not detected until 2018. And there was a certain difference in the

prevalence of drug resistance genes in different regions.
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Fig 2 The detection rates of floR, CTX - M, and

mcr —1 resistance genes
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Fig 3 Graphic representation of Zhengzhou,Kaifeng,
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Fig 4 The detection rate of floR genes in Zhengzhou,

Kaifeng, Jiaozuo, and Xuchang
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Fig 7 Comparison of floR gene detection rate and

florfenicol resistance rate
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