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Abstract: In order to determine the pathogenic agent causing non — traumatic limb disability of piglets from 3 pig
farms in different areas of Yunnan Province, the samples from deep tissues of dead piglets were aseptically
collected for pathogen isolation using blood agar and the resulting bacterial isolates were then subjected to
morphological examination, biochemical tests, drug susceptibility tests and sequencing of 16S rRNA gene.
Consequently, bacteria obtained from the samples of the 3 pig farms had the same colony and individual
morphology, and their 16S rRNA gene sequences shared a higher than 99% homology with 7 reference strains of
Aerococcus viridans deposited in NCBI, which proved that the isolates were A. wiridans. The 3 isolates were
sensitive to clarithromycin, ceftriaxone and penicillin, and resistant to cotrimoxazole, gentamicin and kanamycin.
In view of no reports that A. wviridans itself had high pathogenicity and infection caused by classical swine fever

virus or Mycoplasma hyopneumoniae was detected in some dead cases, the results here proved that A. wviridans
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could be an important opportunistic bacterium that did harm to the health of pigs and indicated that this bacterium

was involved in the non — traumatic limb disability of piglets.
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Fig 1 The morphology of colonies on blood agar
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Fig 7 The 16S rRNA gene —based phylogenetic tree
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Tab 1 The results of drug susceptibility tests
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