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Abstract ; Peste des petits ruminants ( PPR) is an acute and highly contact infectious disease of goats, sheep and
other small ruminants caused by the Peste des petits ruminants virus ( PPRV ). Reverse genetics is based on
obtaining biological genetic information, performing operations such as mutations and deletions on genes, and then
studying the impact of genetic changes on phenotypes. This article reviews the latest research progress in reverse
genetics of single — stranded negative — strand RNA viruses, including PPRV | in order to provide new ideas for the
establishment of reverse genetic operating systems for PPRV and viruses of the same family.
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i FE PR 81 L XS, PR PPRV 43R O A4S 356 (R 7Y
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DRI PR 45 1 1 1) 52 HE ( ORF) AT i i 75
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T 5 3 AR RIS 5 2 5 D 4 it A R B R Al
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RO 1 [R] B o sk B T fR T 51 ASMIR T7 RNA 2R
& i W PR RO R 1 5 2 Y CPE AYMERE
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FEY Peeters B R T — ol i R KR W, B
FHEAAS BRI PR NDV |, Jows i A Bl Bk, X Fh oy
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