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Abstract: In order to master the drug resistance of Staphylococcus aureus from dairy cows in Hunan province and
guide clinical rational drug use, raw milk samples were taken, the bacteria were isolated, cultured and purified,
identified by microbial mass spectrometry and automatic biochemical identification instrument, and 18 kinds of
antimicrobial drug resistance of isolated strains were detected. MRSA strains were identified by drug resistance
phenotype and mecA gene detection. The results showed that 39 strains of Staphylococcus aureus were isolated from
257 milk samples in Hunan province during 2020 — 2021. 89. 74% of the clinical isolates showed different

degrees of drug resistance, among which penicillin resistance was the most serious, with a drug resistance rate of
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82.05% . The drug resistance rate to erythromycin, clindamycin, tilmicosin, gentamicin and cefoxitin ranged from

20% to 35% . Absolutely sensitive to doxycycline and vancomycin which drug resistance rate was 0. 38. 46%

isolates showed multiple drug resistance, with 7 strains being the most resistant. Nineteen strains of MRSA were

identified, including 15 OS — MRSA and 4 OR — MRSA. This study can provide basis for dairy enterprises in

Hunan province to formulate rational drug use measures.
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Tab 1 Results of mass spectrometry identification of some isolated strains

AL B FEAZ R PR (IR AETERL) oHE AR (UAEITRL) IHH
Al BTS Escherichia coli 2.19 Escherichia coli 2.10
A2 CZ-2 Staphylococcus aureus 2.20 Staphylococcus aureus 2.08
A3 CZ -5 Staphylococcus aureus 2.22 Staphylococcus aureus 2.18
A4 CZ -9 Staphylococcus aureus 2.15 Staphylococcus aureus 2.09
A5 CS-11 Staphylococcus aureus 2.30 Staphylococcus aureus 2.29
A6 CS-12 Staphylococcus aureus 2.22 Staphylococcus aureus 2.22
A7 CS-13 Staphylococcus aureus 2.17 Staphylococcus aureus 2.09
A8 YZ -1 Staphylococcus aureus 2.31 Staphylococcus aureus 2.27
A9 YZ -2 Staphylococcus aureus 2.29 Staphylococcus aureus 2.28

F o A

- a o U BT R 2 . BT I3 20 B D ik
e - 1 ;positive control; 2 negative control; 3 Isolated strains
B1 EZREEERE(1000 x ) 2 MERRRER
Fig 1 Gram staining microscopic examination (1000 x ) Fig2 Results of thiase test
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Tab 2 Biochemical identification results of some isolated strains

R HEah A PR A fbde e B
1 CZ-2 Staphylococcus aureus 96 %
2 CZ-5 Staphylococcus aureus 96%
3 CZ-9 Staphylococcus aureus 98%
4 CS-11 Staphylococcus aureus 99%
5 CS-12 Staphylococcus aureus 98%
6 CS-13 Staphylococcus aureus 96%
7 YZ -1 Staphylococcus aureus 98%

8 YZ -2 Staphylococcus aureus 96%
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Fig 3 The drug resistance rate of isolated strains to 18 kinds of antibacterial drugs
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Fig 4 Comparison of drug resistamce rates

isolates to different kinds of antibiotics
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Tab 3 Statistical table of drug resistance spectrum of isolated strains

[DESER A ifif 24573 AR AR Harte
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7 PEN - CFX - CLI - ERY - OXA — TIL — GEN 3 10.2%
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