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Isolation and Identification of Very Virulent
Infectious Bursal Disease Virus Strain ZHAO001
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Abstract: To elucidate the reasons of infectious bursal disease (IBD) infection in the 817 broiler flocks, virus
isolation was performed ,the VP2 gene was amplified and determined, and the pathogenicity evaluation of isolation
were carried out. The results showed that an infectious bursal disease virus (IBDV) strain designated as ZHA001
was isolated. The VP2 gene sequence of ZHAOO1 had 97.5% t0 99. 1% homology with the reference very virulent
IBDV (vvIBDV) strains, and the homology of the amino acid sequence was above 99. 3% with the vvIBDV
strains. The VP2 amino acid sequence of IBDV ZHAQO1 strain was consistent with the characteristics of other
vwiBDV strains. Phylogenetic analysis showed that ZHAOO1 belonged to the branch of vwIBDV strains. The
mortality and morbidity of the infected SPF chickens was 90% and 100% . The results showed that the layers were
infected with very virulent strain of IBDV, with high pathogenicity.
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Tab 1 Information of reference IBDV strains

PR kR GenBank #5% 5 B R B PRR A GenBank % 35
HK46 HBIREERR AF092943 Gt LR 7S DQ403248
Gx AR TR AY444873 B87 EEEAV DQ906921
UK661 R RER X92760 D78 ESEHYS EU162087
OKYM TR TR D49706 P2 S RERR X84034
D6948 R AF240686 Tl LA S bk AF281238
SH95 R AR R AY134874 7 Ohio LIS Sk MF142583
HLJ19 -6101 SR RE R MW682898 9109 LA Sk AY462027
HB20 - 4401 SR TR MZ766384 GLS LI S bk AY368653
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STC 22 LR D00499 SHG19 AR S bk MH879092
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Fig 1 Amplification of VP2gene with PT — PCR
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Tab 2 The amino acid alignment of IBDV VP2 gene hypervariable region
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L5 R RINZIRGG BEFPICHMNERE 5 e, TR Al
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Fig 2 Phylogenetic analysis of ZHA001 based on VP2
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Fig 3 Challenge test of IBDV ZHA001
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